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Analyzing in HL60 Cells a cohort of known and novel Myc target genes showed
Binding by Myc to the 5Ј regulatory region of a gene that Myc-associated protein X, Max, also bound to within native chromatin provides compelling evidence these regulatory regions. Indeed, Max is bound to that the gene is a direct target of Myc regulation. To these loci in the presence or absence of Myc. To assess if Max could bind to all or a subset of the novel Myc bound target genes, we performed anti-Max ChIPs in exponentially growing HL60 cells. Strikingly, Max bound to all genomic loci to which Myc was also bound. This included genes that were bound and activated in response to Myc (mthfd1 and ube2c) and, importantly, also genes that were bound and repressed by Myc (dleu1, dleu2, d1s155e, dkfzp586c1924, fads2,  and n-pac) (Figures 3A and 3C) . Indeed, we have also performed ChIPs on the 21 genes described in Figures  1 and 2 and have not observed a single locus, including 14 known and novel Myc-repressed genes such as gadd45a and cdkn2b, at which Myc is bound in the absence of Max (Figures 3A and 3C ; data not shown) [ viously showed that the Myc:Max interaction is essential
